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AMENDMENTS TO THE CLAIMS 



L - 35. (canceled) 
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36. (currently mnended) 



A method of identifying a human having an increased rislc fur 



developing RF-po$itive rheumatoid arthritis, comprising determining the identity det e cting the 
pr ese nce of a smgle nucleotide polymorphism (SNP) in said human's nucleic acids as represented bv 
«t position 101 of SEQ ID NO: 36673 or its complement th e reof in s aid human' r, nucl e ic acidtu 
wherein at least one T allele at the SNP based on the sequence orientation of SEP ID NQ:36673 or 



NO:36673 the pranonc e of T nt position 101 of SEQ ID NO: 36673 is indicative of an increased risk 
for developing said Kl'^-positive rheumatoid arthritis in said human* 

37-38. (canceled) 

39. (previously presented) The method of claim 36 in which SEQ ID NO: 36673 is 
contained within the genomic sequence of the PTPN22 gene as represented by SEQ ID NO; 1688, 

40. (currently amended) The method of claim 36 in which the SNP to h e d e t e ct e d is 
located ai position 42798 of SEQ ID NO: 10739. 

41. (previously presented) The method of claim 36 in which said human's nucleic acids 
are extracted from a biological sample therefrom. 

42. (previously presented) The method of claim 41 in which said biological sample is 

blood. 

43. (currently amended) The method of claim 36 m whidi said human's nucleic acids 
are amplified before the determining step d e t e ction is carried out. 



at least one A allele at the SNP based on the sequence orientation of the complement of SEQ ID 
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44. (currently amended) The method of claim 36 in which the identity of the SNP is 
dclermined d e t e ction is corriod out by using detection reagents comprising the nucleotide sequence!^ 
of SEQ ID NO; 49745, SEQ ID NO: 49746, and SEQ ID NO: 49747. 

45. (currently amended) The method of claim 36 in which the determining step 
de t e ction is carried out by a process selected from the group consisting of: allele-specific probe 
hybridization, allele-specific primer extension, allele-specific amplification, sequencing, 5' nuclease 
digestion, molecular beacon assay, oligonucleotide ligation assay, si^e analysis, and single-straodcd 
cotilbimaLion polymorphism. 

46. (currently amended) A method of idcnti lying a human having a decreased risk for 
developing Rfv.posltive riieumatoid arthritis, comprising determining the identity dotoottngtho 
pwseHee of a single nucIeoUde polymorphism (SNP) in said huma n's nucleic acids as represented bv 
at position 101 of SEQ ID NO: 36673 or its complemeni ihorwF in said human^ s nucleic ne i d s, 
wherein a homozygous C/C genotype at the SNP based on the sequence orientation of SEP ID 
NO:36673 or a homoy.vQous G/G genolvpe at the SNP based on the sequence oricntatioa of the 
complement of SEQ ID NO:36673 the proPGnoQ nf C at pt i Mitifin 10 1 nf 5 ; rn TO NO- ^fifi7 a i^ 
indieative of a decreased risk lor developing said RF-positive rheumatoid arthritis in said human. 

47-48. (canceled) 

49. (previously presented) The method of claim 46 in whicli SEQ ID NO: 36673 is 
contained within the genomic sequence of Ihe PTPN22 gene as represented by SEQ ID NO: 10739. 

50* (currently amended) TIte method of claim 46 in which the SNP to bo dotootod is 
located at position 42798 of SEQ ID NO: 10739. 

51 . (previously presented) The method of claim 46 in which said human*s nucleic acids 
arc extniiCled fium a biological sample therefrom. 

52. (previously presented) The method of claim 51 in which said biological sample is 

blood. 
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53. (cuirenlly amended) The method of claim 46 ill wliich said human's iiucleig acids 
are amplified before the dctcnniiiinp step d e tection is carried out. 

54. (currently amended) The method of claim 46 in which the identity of the SNP is 
determmed detection is carried out by using detection reagents comprising the nucleotide sequences 
of SEQ ID NO: 49745. SEQ ID NO: 49746, and SEQ ID NO: 49747. 

55. (currently amended) The method of claim 46 in which the determining step 
d e t e ction is carried out by a process selected from Mie group consisting of: allele-speciftc probe 
hybridization, uUele-specific primer extension, ailele-spccific amplification, sequencing, 5' nuclease 
digestion, molecular beacon assay, oligonucleoiide ligation assay, size analysis, and single^siranded 
conformation polymorphism. 

56. (currently amended) A method of determining a human's risk for developing RF- 
positive rheumatoid arthritis, comprising detcrtiiiniiie the idcniiiv of dotooting a single nucleotide 
nolvmorphism (SNP) in said human's nucleic acids as represented by at position 101 of SEQ ID NO: 
36673 or its complement tlioroof in imid humun'y nucleic aoidD > wherein at least one T allele at die 
SNP based on the sequence orientation of SEP ID NO!36673 or at least one A allele at the SNP 
based on the sequence orientation of the complement of SEO ID NfO:36673 the presenc e of T at 
perdition 101 of SEQ ID NO: 36673 is indicative of an increased risk for developing said RF-positive 
rheumatoid arthritis in said human, or ff ,1] a homozvgous C/C genotype at the vSNP based on the 
sequence orientation nf SRQ ID NO:36673 or a homQzvgOLus_G/<3 genotype at the SNP based on the 
sequence oricnLation of the complement of SEQ ID NO:36673 th e pr e s e nce of C ot position 101 of 
SEQ ID NO: 36673 is indicative of a decreased risk for developing said RF-posilive rheumatoid 
arthritis in said human. 

57-58. (canceled) 

59. (previously pre.sented) The method of claim 56 in which SEQ ID NO: 36673 is 
contained within the genomic sequence of the FTPN22 gene as represented by SEQ ID NO: 10739, 
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60. (curretiUy amended) The method of claim 56 in which the SNP to bo dotootod is 
located at position 42798 of SEQ ID NO: 10739. 

61 . (previously presented) The method of claim 56 in which said human's nucleic acids 
are extracted from a biological sample therefrom. 

62. (previously presented) Tlie method of claim 61 in which said biological sample is 

blood. 

63. (currently amended) The method of claim 56 in which said human's nucleic acids 
are amplified before the determining step detection is carried out 

64. (currently amended) The method of claim 56 in which the identity of the SNP is 
determined d e t e ction is carried out by using detection reagents comprising the nucleotide sequences 
of SEQ ID NO; 49745, SEQ ID NO: 49746, and SEQ ID NO: 49747. 

65. (airrently amended) The method of claim 56 in which the determining step 
detection is carried out by a process selected from the group consisting of: allele-specific probe 
hybridization, allele-specific primer extension, ailele-specific amplification, sequencing, 5' nuclease 
digestion, molecular beacon assay, oligonucleotide ligation assay, size analysis, and single-stranded 
conformation polymorphism. 

66. (new) The method of claim 56, further comprising providing a report of the identity 
of said SNP. 

67. (new) The method of claim 56, further comprising providing a report of said 
human's risk for developing RF-positive rheumatoid arthritis. 

68. (new) The mciliod of claim 67, wherein the risk is an increased risk for developing 
RF-posiLi ve rheumatoid arthritis. 
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69, (new) The method of claim 67, wherein the jisk is a decreased risk for developing 
RF-positivc ilicumaloid arthritis. 

70, (new) The method of claim 67, wherein ihe report further shows the identity of said 

SNR 

7 1 , (new) The method of claim 70, wherein the identity of said SNP is at least one T 
allele based on the sequence orientation of SHQ ID NO:36673 or at least one A allele based on the 
sequence orientation of the complement of SEQ ID NO:36673, and whei-ein the repoit Indicates said 
human has an increased rififc for developing RF-posiiive rheumatoid arthritis. 

72- (new) The method of claim 70, wherein the identity of said SNP is a homozygous 
C/C genotype based on the sequence orientation of SEQ ID NO:36673 or a homozygous G/G 
genotype based on the sequence orientation of the complement of SEQ ID NO:36673, and wherein 
the report indicates said hiunan has a decreased risk for developing RF-positive rheumatoid artluritis. 

73. (new) The method of any one of claims 66-72, wherein the rcpt^rt is in paper form or 
computer readable medium form. 
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